Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.042; wR factor = 0.077; data-to-parameter ratio = 12.6.
The asymmetric unit of the title co-crystalline 1:2 adduct, C 12 H 12 N 2 O 2 Á2C 6 H 3 N 3 O 6 , contains two independent molecules of bis(4-aminophenyl) sulfone (the drug Dapsone) and four molecules of 1,3,5-trinitrobenzene and is extended into a twodimensional hydrogen-bonded network structure through amino N-HÁ Á ÁO hydrogen-bonding associations with nitro O-atom acceptors. In the two independent Dapsone molecules, the inter-ring dihedral anges are 69.6 (3) and 63.63 (9) . Aromatic -interactions are also found between one of the Dapsone aromatic rings and a trinitrobenzene ring [minimum ring centroid separation = 3.596 (3) Å ]. A 4-aminophenyl ring moiety of one of the Dapsone molecules and two nitro groups of a trinitrobenzene are disordered in a 50:50 ratio.
Related literature
For drug applications of Dapsone, see: Wilson et al. (1991) . For the structures of Dapsone and its partial hydrate, see: Dickenson et al. (1970) ; Kus'mina et al. (1981) . For the decarboxylation of 2,4,6-trinitrobenzoic acid and resultant cocrystal adduct structure, see: Smith et al. (2002) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). resulted in the title compound, the TNB adduct molecules resulting from the common facile decarboxylation of the parent acid (Smith et al., 2002) .
The asymmetric unit of the title adduct ( Fig. 1) contains two independent molecules of Dapsone (A and B) and four molecules of 1,3,5-trinitrobenzene (TNB) (C-F) and is extended into a two-dimensional hydrogen-bonded network structure ( Fig. 2 ) through amino N-H···O hydrogen-bond associations with nitro O-atom acceptors (Table 1) and 74.7° for the three independent Dapsone molecules in the 0.33 hydrate structure (Kus'mina et al., 1981) .
The title compound was formed in an attempted synthesis of a proton-transfer salt of 4-(4-aminophenylsulfonyl)aniline (Dapsone) with 2,4,6-trinitrobenzoic acid by heating 1 mmol quantities of the two reagents in 50 ml of 50% ethanol-water for 15 min under reflux. Facile decarboxylation of the acid resulted in the formation of orange needle crystals of the title 3, , after room-temperature evaporation of the solvent.
Refinement
All H atoms were included at calculated positions [N-H = 0.88 Å; C-H = 0.95 Å] and treated as riding, with U iso (H) = 1.2U eq (N/C). No reasonable acceptor atoms could be found for three of the H-atoms on separate amino groups (H42A, H42B and H44B).The atoms (C1-C6, N4) of Dapsone molecule A were disordered over two sites in a 50:50 ratio. Two nitro groups of the π-associated TNB F molecule (N11, O11, O12; N51, O51, O52) were also found to be similarly disordered in a 50:50 ratio.
supplementary materials sup-2 Figures   Fig. 1 . The molecular conformation and atom-numbering scheme for the two Dapsone molecules (A and B) and the four TNB molecules (C-F) in the asymmetric unit of the title cocrystal. The 50% disordered ring component [C1X-C6X, N4X] of the A ring is shown in dashed outline. Non-H atoms are shown as 30% probability displacement ellipsoids. (10 O1A-S1A-O11A 118.15 (9) C21A-C31A-H31A 120.00 O1A-S1A-C1A
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